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INFORMAL SEQUENCE LISTING 

SEQ ID NO:l 

Wild type DT with signal sequence underlined 
5 GTGAGOMSAAAACTGTTTGCGTCAAT^ 

GGCGCTGATGATGTTGTTGATTCTTCTAAATCTTTTGTC 

GGTTATGTAGATTCCATTCAAAAAGGTATAC/^AAAGCCAAAATCTGGTACACAAGGAAATTATGACGATGATTGG 
AAAGGGTTTTATAGTACCGACAATAAATACGACGCTGCGGGATACTCTGTAGATAATGAAAACCCGCTCTCTGGA 
AAAGCTGGAGGCGTGGTCAAAGTGACGTATCCAGGACTGACGAAGGTTCTCGCACTAAAAGTGGATAATGCCGAA 
1 0 ACTATTAAGAAAGAGTTAGGTTTAAGTCTCACTGAACCGTTGATGGAGCAAGTCGGAACGGAAGAGTTTATCAAA 
AGGTTCGGTGATGGTGCTTCGCGTGTAGTGCTCAGCCTTCCCTTCGCTGAGGGGAGTTCTAGCGTTGAATATATT 
AATAACTGGGAACAGGCGAAAGCGTTAAGCGTAGAACTTC^ 

GATGCGATGTATGAGTATATGGCTCAAGCCTGTGCAGGAAATCGTGTCAGGCGATCAGTAGGTAGCTCATTGTCA 
TGCATAAATCTTGATTGGGATGTCATAAGGGATAAAACTAAGACAAAGATAGAGTCTTTGAAAGAGCATGGCCCT 

1 5 ATCAAT^AATAAAATGAGCGAAAGTCCCAATAAAACAGTATCTGAGGAAAAAGCTAAACAATACCTAGAAGAATTT 
CATCAAACGGCATTAGAGCATCCTGAATTGTCAGAACTTAAAACCGTTACTGGGACCAATCCTGTATTCGCTGGG 
GCTAACTATGCGGCGTGGGCAGTAAACGTTGCGCAAGTTATCGATAGCGAAACAGCTGATAATTTGGAAAAGACA 
ACTGCTGCTCTTTCGATACTTCCTGGTATCGGTAGCGTAATGGGCATTGCAGACGGTGCCGTTCACCACAATACA 
GAAGAGATAGTGGCACAATCAATAGCTTTATCGTCTTTAATGGTTGCTCAAGCTATTCCATTGGTAGGAGAGCTA 

20 GTTGATATTGGTTTCGCTGCATATAATTTTGTAGAGAGTATTATCAATTTATTTCAAGTAGTTCATAATTCGTAT 
AATCGTCCCGCGTATTCTCCGGGGCATAAAACGCAACCATTTCTTCATGACGGGTATGCTGTCAGTTGGAACACT 
GTTGAAGATTCGATAATCCGAACTGGTTTTCAAGGGGAGAGTGGGCACGACATAAAAATTACTGCTGAAAATACC 
CCGCTTCCAATCGCGGGTGTCCTACTACCGACTATTCCTGGAAAGCTGGACGTTAATAAGTCCAAGACTCATATT 
TCCGTA^TGGTCGGAAAATAAGGATGCGTTGCAGAGCTATAGACGGTGATGTAACTTTTTGTCGCCCTAAATCT 

25 CCTGTTTATGTTGGTAATGGTGTGCATGCGAATCTTCACGTGGCATTTCACAGAAGCAGCTCGGAGAAAATTCAT 
TCTAATGAAATTTCGTCGGATTCCATAGGCGTTCTTGGGTACCAGAAAACAGTAGATCACACCAAGGTTAATTCT 
AAGCTATCGCTATTTTTTGAAATCAAAAGCTGA 

SEQ ID NO: 2 
30 DT-GML1 

ATGGGCGCCGACGACGTCGTCGACTCTTCTAAATCTTTTGTGATGGAAAACTTTTCTTCGTACCACGGGACTAAA 
CCTGGTTATGTAGATTCCATTCAAAAAGGTATACAAAAGCCAAAATCTGGTACACAAGGAAATTATGACGATGAT 
TGGAAAGGGTTTTATAGTACCGACAATAAATACGACGCTGCGGGATACTCTGTAGATAATGAAAACCCGCTCTCT 
GGAAAAGCTGGAGGCGTGGTCAAAGTGACGTATCCAGGACTGACGAAGGTTCTCGCACTAAAAGTGGATAATGCC 

35 GAAACTATTAAGAAAGAGTTAGGTTTAAGTCTCACTGAACCGTTGATGGAGCAAGTCGGAACGGAAGAGTTTATC 
AAAAGGTTCGGTGATGGTGCTTCGCGTGTAGTGCTCAGCCTTCCCTTCGCTGAGGGGAGTTCTAGCGTTGAATAT 
ATTAATAACTGGGAACAGGCGAAAGCGTTAAGCGTAGAACTTGAGATTAATTTTGAAACCCGTGGAAAACGTGGC 
CAAGATGCGATGTATGAGTATATGGCTCAAGCCTGTGCAGGAAATGGACCATTAGGAATGTTGAGTCAAGGTAGC 
TCATTGTCATGCATAAATCTTGATTGGGATGTCATAAGGGATAAAACTAAGACAAAGATAGAGTCTTTGAAAGAG 

40 CATGGCCCTATCAAAAATAAAATGAGCGAAAGTCCCAATAAAACAGTATCTGAGGAAAAAGCTAAACAATACCTA 
GAAGAATTTCATCAAACGGCATTAGAGCATCCTGAATTGTCAGAACTTAAAACCGTTACTGGGACCAATCCTGTA 
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TTCGCTGGGGCTAACTATGCGGCGTGGGCAGTAAACGTTGCGCAAGTTATCGATAGCGAAACAGCTGATAATTTG 
GAAAAGACAACTGCTGCTCTTTCGATACTTCCTGGTATCGGTAGCGTAATGGGCATTGGAGACGGTGCCGTTCAC 
GACAATACAGAAGAGATAGTGGCACAATGAATAGCTTTATCGTCTTTAAT^ 
GGAGAGCTAGTTGATATTGGTTTCGCTGCATATAATTT^ 
5 AATTCGTATAATCGTCCCGCGTATTCTCCCGGGCATAAAACGAGGCCTCATATGGCACCAGCACGATCGCCAAGC 
CCAAGCACGCAGCCCTGGGAGCATGTGAATGCCATCCAGGAGGCCCGGCGTCTCCTGAACCTGAGTAGAGACACT 
GCTGCTGAGATGAATGAAACAGTAGAAGTCATCTCAGAAATGTTTGACCTCCAGGAGCCGACCTGCCTACAGACC 
CGCCTGGAGCTGTACAAGCAGGGCCTGCGGGGCAGCCTCACCAAGCTCAAGGGCCCCTTGACCATGATGGCTAGC 
GACTACAAGCAGCACTGCCCTCCAACCCCGGAAACTTCCTGTGC^ 
10 GAGAACCTGAAGGACTTTCTGCTTGTCATCCCCTTTGACTGCTGGGAGCCAGTACAGGAAGCTTGA 

SEQ ID NO: 3 
DT-GML2 

ATGGGCGCCGACGACGTCGTCGACTCTTCTAAATCTTTTGTGATGGAAAACTTTTCTTCGTACCACGGGACTAAA 

15 CCTGGTTATGTAGATTCCATTCAAAAAGGTATACAAAAGCCAAAATCTGGTACACAAGGAAATTATGACGATGAT 
TGGAAAGGGTTTTATAGTACCGACAATAAATACGACGCTGCGGGATACTCTGTAGATAATGAAAACCCGCTCTCT 
GGAAAAGCTGGAGGCGTGGTCAAAGTGACGTATCCAGGACTGACGAAGGTTCTCGCACTAAAAGTGGATAATGCC 
GAAACTATTAAGAAAGAGTTAGGTTTAAGTCTCACTGAACCGTTGATGGAGCAAGTCGGAACGGAAGAGTTTATC 
AAAAGGTTCGGTGATGGTGCTTCGCGTGTAGTGCTCAGCCTTCCCTTCGCTGAGGGGAGTTCTAGCGTTGAATAT 

20 ATTAATAACTGGGAACAGGCGAAAGCGTTAAGCGTAGAACTTGAGATTAATTTTGAAACCCGTGGAAAACGTGGC 
CAAGATGCGATGTATGAGTATATGGCTCAAGCCTGTGCAGGAAATGGACCATTAGGATTATGGGCACAAGGTAGC 
TCATTGTCATGCATAAATCTTGATTGGGATGTCATAAGGGATAAAACTAAGACAAAGATAGAGTCTTTGAAAGAG 
CATGGCCCTATCAAAAATAAAATGAGCGAAAGTCCCAATAAAACAGTATCTGAGGAAAAAGCTAAACAATACCTA 
GAAGAATTTCATCAAACGGCATTAGAGCATCCTGAATTGTCAGAACTTAAAACCGTTACTGGGACCAATCCTGTA 

25 TTCGCTGGGGCTAACTATGCGGCGTGGGCAGTAAACGTTGCGCAAGTTATCGATAGCGAAACAGCTGATAATTTG 
GAAAAGACAACTGCTGCTCTTTCGATACTTCCTGGTATCGGTAGCGTAATGGGCATTGCAGACGGTGCCGTTCAC 
CACAATACAGAAGAGATAGTGGCACAATCAATAGCTTTATCGTCTTTAATGGTTGCTCAAGCTATTCCATTGGTA 
GGAGAGCTAGTTGATATTGGTTTCGCTGCATATAATTTTGTAGAGAGTATTATCAATTTATTTCAAGTAGTTCAT 
AATTCGTATAATCGTCCCGCGTATTCTCCCGGGCATAAAACGAGGCCTCATATGGCACCAGCACGATCGCCAAGC 

30 CCAAGCACGCAGCCCTGGGAGCATGTGAATGCCATCCAGGAGGCCCGGCGTCTCCTGAACCTGAGTAGAGACACT 
GCTGCTGAGATGAATGAAACAGTAGAAGTCATCTCAGAAATGTTTGACCTCCAGGAGCCGACCTGCCTACAGACC 
CGCCTGGAGCTGTACAAGCAGGGCCTGCGGGGCAGCCTCACCAAGCTCAAGGGCCCCTTGACCATGATGGCTAGC 
CACTACAAGCAGCACTGCCCTCCAACCCCGGAAACTTCCTGTGCGACCCAGACTATCACCTTTGAAAGTTTCAAA 
GAGAACCTGAAGGACTTTCTGCTTGTCATCCCCTTTGACTGCTGGGAGCCAGTACAGGAAGCTTGA 

35 

SEQ ID NO: 4 
DT-GMU2 

ATGGGCGCCGACGACGTCGTCGACTCTTCTAAATCTTTTGTGATGGATU^ACTTTTCTTCGTACCACGGGACTAAA 
CCTGGTTATGTAGATTCCATTCAAAAAGGTATACAAAAGCCAAAATCTGGTACACAAGGAAATTATGACGATGAT 
40 TGGAAAGGGTTTTATAGTACCGACAATAAATACGACGCTGCGGGATACTCTGTAGATAATGAAAACCCGCTCTCT 
GGAAAAGCTGGAGGCGTGGTCAAAGTGACGTATCCAGGACTGACGAAGGTTCTCGCACTAAAAGTGGATAATGCC 
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GAAACTATTAAGAAAGAGTTAGGTTT^ 

AAAAGGTTCGGTGATGGTGCTTCGCGTGTAGTGCTCAGCCTTCCCTTCGCTGAGGGGAGTTCTAGCGTTGAATAT 

ATTAATAACTGGGAACAGGCGAAAGCGTTAAGCGTAGAACTTGAGATTAATTTTGAAACCCGTGGA 

CAAGATGCGATGTATGAGTATATGGCTCAAGCCTGTGCAGGAAATGGAAGTGGAAGATCAGCAGGTAGCTCATTG 

TCATGCATAAATCTTGATTGGGATGTCATAAGGGATAAAACTAAGACAAAGATAGAGTCTTTGAAAGAGCATGGC 

CCTATCAAAAATAAAATGAGCGAAAGTCCCAATAAAACAGTATCTGAGGAAAAAGCTAAACAATACCTAGAAGAA 

TTTCATCAAACGGCATTAGAGCATCCTGAATTGTCAGAACTTAAAACCGTTACTGGGACCA^ 

GGGGCTAACTATGCGGCGTGGGCAGTAAACGTTGCGCAAGTTATCGATAGCGAAACAGCTGATAATTTGGAAAAG 

ACAACTGCTGCTCTTTCGATACTTCCTGGTATCGGTAGCGTAATGGGC^TTGCAGACGGTGCCGTTCACCACAAT 

ACAGAAGAGATAGTGGCACAATCAATAGCTTTATCGTCTTTAATGGTTGCTCAAGCTATTCCATTGGTAGGAGAG 

CTAGTTGATATTGGTTTCGCTGCATATAATTTTGTAGAGAGTATTATCAATTTATTTCAAGTAGTTCATAATTCG 

TATAATCGTCCCGCGTATTCTCCCGGGCATAAAACGAGGCCTCATATGGCACCAGCACGATCGCCAAGCCCAAGC 

ACGCAGCCCTGGGAGCATGTGAATGCCATCCAGGAGGCCCGGCGTCTCCTGAACCTGAGTAGAGACACTGCTGCT 

GAGATGAATGAAACAGTAGAAGTCATCTCAGAAATGTTTGACCTCCAGGAGCCGACCTGCCTACAGACCCGCCTG 

GAGCTGTACAAGCAGGGCCTGCGGGGCAGCCTCACCAAGCTCAAGGGCCCCTTGACCATGATGGCTAGCCACTAC 

AAGCAGCACTGCCCTCCAACCCCGGAAACTTCCTGTGCGACCCAGACTATCACCTTTGAAAGTTTCAAAGAGAAC 

CTGAAGGACTTTCTGCTTGTCATCCCCTTTGACTGCTGGGAGCCAGTACAGGAAGCTTGA 
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SEQ ID NO: 5 
DT-GMU3 

ATGGGCGCCGACGACGTCGTCGACTCTTCTAAATCTTTTGTGATGGAAAACTTTTCTTCGTACCACGGGACTAAA 
CCTGGTTATGTAGATTCCATTGAAAAAGGTATACAAAAGCCAAAATCTG^ 

TGGAAAGGGTTTTATAGTACCGACAATAAATACGACGCTGCGGGATACTCTGTAGATAATGAAAACCCGCTCTCT 
GGAAAAGCTGGAGGCGTGGTCAAAGTGACGTATCCAGGACTGACGAAGGTTCTCGCACTAAAAGTGGATAATGCC 
GAAACTATTAAGAAAGAGTTAGGTTTAAGTCTCACTGAACCGTTGATGGAGCAAGTCGGAACGGAAGAGTTTATC 
AAAAGGTTCGGTGATGGTGCTTCGCGTGTAGTGCTCAGCCTTCCCTTCGCTGAGGGGAGTTCTAGCGTTG/^ATAT 
ATTAATAACTGGGAACAGGCGAAAGCGTTAAGCGTAGAACTTGAGATTAATTTTGAAACCCGTGGAAAACGTGGC 
CAAGATGCGATGTATGAGTATATGGCTCAAGCCTGTGCAGGAAATGGAAGTGGAAAATCAGCAGGTAGCTCATTG 
TCZATGCATAAATCTTGATTGGGATGTCATAAGGGATAAAACTAAGACAAAGATAGAGTCTTTGAAAGAGCATGGC 
CCTATCAAAAATAAAATGAGCGAAAGTCCCAATAAAACAGTATCTGAGGAAAAAGCTAAACAATACCTAGAAGAA 
TTTCATCAAACGGCATTAGAGCATCCTGAATTGTCAGAACTTAAAACCGTTACTGGGACCAATCCTGTATTCGCT 
GGGGCTAACTATGCGGCGTGGGCAGTAAACGTTGCGCAAGTTATCGATAGCGAAACAGCTGATAATTTGGAAAAG 
ACAACTGCTGCTCTTTCGATACTTCCTGGTATCGGTAGCGTAATGGGCATTGCAGACGGTGCCGTTCACCACAAT 
ACAGAAGAGATAGTGGCACAATCAATAGCTTTATCGTCTTTAATGGTTGCTCAAGCTATTCCATTGGTAGGAGAG 
CTAGTTGATATTGGTTTCGCTGCATATAATTTTGTAGAGAGTATTATCAATTTATTTCAAGTAGTTCATAATTCG 
TATAATCGTCCCGCGTATTCTCCCGGGCATAAAACGAGGCCTCATATGGCACCAGCACGATCGCCAAGCCCAAGC 
ACGCAGCCCTGGGAGCATGTGAATGCCATCCAGGAGGCCCGGCGTCTCCTGAACCTGAGTAGAGACACTGCTGCT 
GAGATGAATGAAACAGTAGAAGTCATCTCAGAAATGTTTGACCTCCAGGAGCCGACCTGCCTACAGACCCGCCTG 
GAGCTGTACAAGCAGGGCCTGCGGGGCAGCCTCACCAAGCTCAAGGGCCCCTTGACCATGATGGCTAGCCACTAC 
AAGCAGCACTGCCCTCCAACCCCGGAAACTTCCTGTGCGACCCAGACTATCACCTTTGAAAGTTTCAAAGAGAAC 
CTGAAGGACTTTCTGCTTGTCATCCCCTTTGACTGCTGGGAGCCAGTACAGGAAGCTTGA 

25 SEQ ID NO: 6 
DT-EGFLI 

ATGGGCGCCGACGACGTCGTCGACTCTTCTAAATCTTTTGTGATGGAAAACTTTTCTTCGTACCACGGGACTAAA 
CCTGGTTATGTAGATTCCATTCAAAAAGGTATACAAAAGCCAAAATCTGGTACACAAGGAAATTATGACGATGAT 
TGGAAAGGGTTTTATAGTACCGACAATAAATACGACGCTGCGGGATACTCTGTAGATAATGAAAACCCGCTCTCT 

30 GGAAAAGCTGGAGGCGTGGTCAAAGTGACGTATCCAGGACTGACGAAGGTTCTCGCACTAAAAGTGGATAATGCC 
GAAACTATTAAGAAAGAGTTAGGTTTAAGTCTCACTGAACCGTTGATGGAGCAAGTCGGAACGGAAGAGTTTATC 
AAAAGGTTCGGTGATGGTGCTTCGCGTGTAGTGCTCAGCCTTCCCTTCGCTGAGGGGAGTTCTAGCGTTGAATAT 
ATTAATAACTGGGAAC AGG CGAAAGCGTTAAGCGTAGAAC TTGAGATTAATTTTGAAACC CGTGGAAAACGTGGC 
CAAGATGCGATGTATGAGTATATGGCTCAAGCCTGTGCAGGAAATGGACCATTAGGAATGTTGAGTCAAGGTAGC 

35 TCATTGTCATGCATAAATCTTGATTGGGATGTCATAAGGGATAAAACTAAGACAAAGATAGAGTCTTTGAAAGAG 
CATGGCCCTATCAAAAATAAAATGAGCGAAAGTCCCAATAAAACAGTATCTGAGGAAAAAGCTAAACAATACCTA 
GAAGAATTTCATCAAACGGCATTAGAGCATCCTGAATTGTCAGAACTTAAAACCGTTACTGGGACCAATCCTGTA 
TTCGCTGGGGCTAACTATGCGGCGTGGGCAGTAAACGTTGCGCAAGTTATCGATAGCGAAACAGCTGATAATTTG 
GAAAAGACAACTGCTGCTCTTTCGATACTTCCTGGTATCGGTAGCGTAATGGGCATTGCAGACGGTGCCGTTCAC 

40 CACAATACAGAAGAGATAGTGGCACAATCAATAGCTTTATCGTCTTTAATGGTTGCTCAAGCTATTCCATTGGTA 
GGAGAGCTAGTTGATATTGGTTTCGCTGCATATAATTTTGTAGAGAGTATTATCAATTTATTTCAAGTAGTTCAT 
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AATTCGTATAATCGTCCCGCGTATTCTCCCGGGCATAAAACGAGGCCTCATATGAATTCCGATAGCGAGTGTCCT 
CTGAGTCACGATGGTTACTGTCTACATGACGGCGTCTGTATGTATATTGAGGCTCTAGACAAGTACGCGTGTAAT 
TGCGTTGTTGGCTACATCGGTGAGCGCTGTCAGTATCGAGATCTGAAATGGTGGGAACTTAGATAA 

5 SEQ ID NO: 7 
DT-EGFL2 

ATGGGCGCCGACGACGTCGTCGACTCTTCTAAATCTTTTGTGATGGAAAACTTTTCTTCGTACCACGGGACTAAA 
CCTGGTTATGTAGATTCCATTCAAAAAGGTATACAAAAGCCAAAATCTGGTACACAAGGAAATTATGACGATGAT 
TGGAAAGGGTTTTATAGTACCGACAATAAATACGACGCTGCGGGATACTCTGTAGATAATGAAAACCCGCTCTCT 

10 GGAAAAGCTGGAGGCGTGGTCAAAGTGACGTATCCAGGACTGACGAAGGTTCTCGCACTAAAAGTGGATAATGCC 
G AAACTATT AAGAAAG AGTTAGGTTTAAGTCTCACTG AACCGTTG ATGGAG C AAGTCGG AACGGAAGAGTTTAT C 
AAAAGGTTCGGTGATGGTGCTTCGCGTGTAGTGCTCAGCCTTCCCTTCGCTGAGGGGAGTTCTAGCGTTGAATAT 
ATTAATAACTGGGAACAGGCGAAAGCGTTAAGCGTAGAACTTGAGATTAATTTTGAAACCCGTGGAAAACGTGGC 
CAAGATGCGATGTATGAGTATATGGCTCAAGCCTGTGCAGGAAATGGACCATTAGGATTATGGGCACAAGGTAGC 

1 5 TCATTGTCATGCATAAATCTTGATTGGGATGTCATAAGGGATAAAACTAAGACAAAGATAGAGTCTTTGAAAGAG 
CATGGCCCTATCAAAAATAAAATGAGCGAAAGTCCCAATAAAACAGTATCTGAGGAAAAAGCTAAACAATACCTA 
GAAGAATTTCATCAAACGGCATTAGAGCATCCTGAATTGTCAGAACTTAAAACCGTTACTGGGACCAATCCTGTA 
TTCGCTGGGGCTAACTATGCGGCGTGGGCAGTAAACGTTGCGCAAGTTATCGATAGCGAAACAGCTGATAATTTG 
GAAAAGACAACTGCTGCTCTTTCGATACTTCCTGGTATCGGTAGCGTAATGGGCATTGCAGACGGTGCCGTTCAC 

20 CACAATACAGAAGAGATAGTGGCACAATCAATAGCTTTATCGTCTTTAATGGTTGCTCAAGCTATTCCATTGGTA 
GGAGAGCTAGTTGATATTGGTTTCGCTGCATATAATTTTGTAGAGAGTATTATCAATTTATTTCAAGTAGTTCAT 
AATTCGTATAATCGTCCCGCGTATTCTCCCGGGCATAAAACGAGGCCTCATATGAATTCCGATAGCGAGTGTCCT 
CTGAGTCACGATGGTTACTGTCTACATGACGGCGTCTGTATGTATATTGAGGCTCTAGACAAGTACGCGTGTAAT 
TGCGTTGTTGGCTACATCGGTGAGCGCTGTCAGTATCGAGATCTGAAATGGTGGGAACTTAGATAA 

25 

SEQ ID NO: 8 
DT-EGFU2 

ATGGGCGCCGACGACGTCGTCGACTCTTCTAAATCTTTTGTGATGGAAAACTTTTCTTCGTACCACGGGACTAAA 
CCTGGTTATGTAGATTCCATTCAAAAAGGTATACAAAAGCCAAAATCTGGTACACAAGGAAATTATGACGATGAT 

30 TGGAAAGGGTTTTATAGTACCGACAATAAATACGACGCTGCGGGATACTCTGTAGATAATGAAAACCCGCTCTCT 
GGAAAAGCTGGAGGCGTGGTCAAAGTGACGTATCCAGGACTGACGAAGGTTCTCGCACTAAAAGTGGATAATGCC 
GAAACTATTAAGAAAGAGTTAGGTTTAAGTCTCACTGAACCGTTGATGGAGCAAGTCGGAACGGAAGAGTTTATC 
AAAAGGTTCGGTGATGGTGCTTCGCGTGTAGTGCTCAGCCTTCCCTTCGCTGAGGGGAGTTCTAGCGTTGAATAT 
ATTAATAACTGGGAACAGGCGAAAGCGTTAAGCGTAGAACTTGAGATTAATTTTGAAACCCGTGGAAAACGTGGC 

35 CAAGATGCGATGTATGAGTATATGGCTCAAGCCTGTGCAGGAAATGGAAGTGGAAGATCAGCAGGTAGCTCATTG 
TCATGCATAAATCTTGATTGGGATGTCATAAGGGATAAAACTAAGACAAAGATAGAGTCTTTGAAAGAGCATGGC 
CCTATCAAAAATAAAATGAGCGAAAGTCCCAATAAAACAGTATCTGAGGT^AAAAGCTAAACAATACCTAGAAGAA 
TTTCATCAAACGGCATTAGAGGATCCTGAATTGTCAGAACTTAAAACCGTTACTGGGACCAATCCTGTATTCGCT 
GGGGCTAACTATGCGGCGTGGGCAGTAAACGTTGCGCAAGTTATCGATAGCGAAACAGCTGATAATTTGGAAAAG 

40 ACAACTGCTGCTCTTTCGATACTTCCTGGTATCGGTAGCGTAATGGGCATTGCAGACGGTGCCGTTCACCACAAT 
ACAGAAGAGATAGTGGCACAATCAATAGCTTTATCGTCTTTAATGGTTGCTCAAGCTATTCCATTGGTAGGAGAG 
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CTAGTTGATATTGK3TTTCGCTGCATATAATTTTGTA 

TATAATCGTCCCGCGTATTCTCCCGGGC^TAAAACGAGGCCTCATATGAATTCCGATAGCGAGTGTCCTCTGAGT 
CACGATGGTTACTGTCTAC^TGACGGCGTCTGTATGTATATTGAGGCTCTAGACAAGTACGCGTGTAATTGCGTT 
GTTGGCTACATCGGTGAGCGCTGTCAGTATCGAGATCTGAAATGGTGGGAACTTAGATAA 

5 

SEQ ID NO: 9 
DT-EGFU3 

ATGGGCGCCGACGACGTCGTCGACTCTTCTAAATCTTTTGTGATGGAAAACTTTTCTTCGTACCACGGGACTAAA 
CCTGGTTATGTAGATTCCATTCAAAAAGGTATACAAAAGCCAAAATCTGGTACACAAGGAAATTATGACGATC 

10 TGGAAAGGGTTTTATAGTACCGACAATAAATACGACGCTGCGGGATACTCTGTAGATAATGAAAACCCGCTCTCT 
GGAAAAGCTGGAGGCGTGGTCAAAGTGACGTATCCAGGACTGACGAAGGTTCTCGCACTAAAAGTGGATAATGCC 
GAAACTATTAAGAAAGAGTTAGGTTTAAGTCTCACTGAACCGTTGATGGAGCAAGTCGGAACGGAAGAGTTTATC 
AAAAGGTTCGGTGATGGTGCTTCGCGTGTAGTGCTCAGCCTTCCCTTCGCTGAGGGGAGTTCTAGCGTTGAATA 
ATTAATAACTGGG/^ACAGGCGAAAGCGTTAAGCGTAGAACTTGAGATTAATTTTGAAACCCGTGGAAAACGTGGC 

15 GAAGATGCGATGTATGAGTATATGGCTCAAGCCTGTGCAGGAAATGGAAGTGGAAAATCAGCAGGTAGCTC7VTTG 
TCATGCATAAATCTTGATTGGGATGTCATAAGGGATAAAACTAAGACAAAGATAGAGTCTTTGAAAGAGCATGGC 
CCTATCAAAAATAAAATGAGCGAAAGTCCCAATAAAACAGTATCTGAGGAAAAAGCTAAACAATACCTAGAAGAA 
TTTCATCAAACGGCATTAGAGCATCCTGAATTGTCAGAACTTAAAACCGTTACTGGGACCAATCCTGTATTCGCT 
GGGGCTAACTATGCGGCGTGGGCAGTAAACGTTGCGCAAGTTATCGATAGCGAAACAGCTGATAATTTGGAAAAG 

20 ACAACTGCTGCTCTTTCGATACTTCCTGGTATCGGTAGCGTAATGGGCATTGCAGACGGTGCCGTTCACCACAAT 
ACAGAAGAGATAGTGGCACAATCAATAGCTTTATCGTCTTTAATGGTTGCTCAAGCTATTCCATTGGTAGGAGAG 
CTAGTTGATATTGGTTTCGCTGCATATAATTTTGTAGAGAGTATTATCAATTTATTTCAAGTAGTTCATAATTCG 
TATAATCGTCCCGCGTATTCTCCCGGGCATAAAACGAGGCCTCATATGAATTCCGATAGCGAGTGTCCTCTGAGT 
CACGATGGTTACTGTCTACATGACGGCGTCTGTATGTATATTGAGGCTCTAGACAAGTACGCGTGTAATTGCGTT 

25 GTTGGCTACATCGGTGAGCGCTGTCAGTATCGAGATCTGAAATGGTGGGAACTTAGATAA 

SEQ ID NO: 10 
DT-IL2L1 

ATGGGCGCCGACGACGTCGTCGACTCTTCTAAATCTTTTGTGATGGAAAACTTTTCTTCGTACCACGGGACTAAA 
30 CCTGGTTATGTAGATTCCATTCAAAAAGGTATACAAAAGCCAAAATCTGGTACACAAGGAAATTATGACGATGAT 
TGGAAAGGGTTTTATAGTACCGACAATAAATACGACGCTGCGGGATACTCTGTAGATAATGAAAACCCGCTCTCT 
GGAAAAGCTGGAGGCGTGGTCAAAGTGACGTATCCAGGACTGACGAAGGTTCTCGCACTAAAAGTGGATAATGCC 
GAAACTATTAAGAAAGAGTTAGGTTTAAGTCTCACTGAACCGTTGATGGAGCAAGTCGGAACGGAAGAGTTTATC 
AAAAGGTTCGGTGATGGTGCTTCGCGTGTAGTGCTCAGCCTTCCCTTCGCTGAGGGGAGTTCTAGCGTTGAATAT 
35 ATTAATAACTGGGAACAGGCGAAAGCGTTAAGCGTAGAACTTGAGATTAATTTTGAAACCCGTGGAAAACGTGGC 
CAAGATGCGATGTATGAGTATATGGCTCAAGCCTGTGCAGGAAATGGACCATTAGGAATGTTGAGTCAAGGTAGC 
TCATTGTCATGCATAAATCTTGATTGGGATGTCATAAGGGATAAAACTAAGACAAAGATAGAGTCTTTGAAAGAG 
CATGGCCCTATCAAAAATAAAATGAGCGAAAGTCCCAATAAAACAGTATCTGAGGAAAAAGCTAAACAATACCTA 
GAAGAATTTCATCAAACGGCATTAGAGCATCCTGAATTGTCAGAACTTAAAACCGTTACTGGGACCAATCCTGTA 
40 TTCGCTGGGGCTAACTATGCGGCGTGGGCAGTAAACGTTGCGCAAGTTATCGATAGCGAAACAGCTGATAATTTG 
GAAAAGACAACTGCTGCTCTTTCGATACTTCCTGGTATCGGTAGCGTAATGGGCATTGCAGACGGTGCCGTTCAC 
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CACAATACAGAAGAGATAGTGGCACAATCAATAGCTTTATCGT 
GGAGAGCTAGTTGATATTGGTTTCGCTGCATATAATTTTGTA^ 

AATTCGTATAATCGTCCCGCGTATTCTCCCGGGCATAAAACGAGGCCTCATATGGCACCTACTTCAAGTTCTACA 
AAGAAAACACAG CT AC AACTGG AG C ATTT ACTGCTGGATTTACAGATGATTTTGAATGG AATT AATAATT ACAAG 
5 AATCCCAAACTCACCAGGATGCTCACATTTAAGTTTTACATG 

TGTCTAGAAGAAGAACTCAAACCTCTGGAGGAAGTGCTAAATTTAGCTCAAAGCAAAAACTTTCACTTAAGACCC 
AGGGACTTAATCAGCAATATCAACGTAATAGTTCTGGAACTAAAGGGATCTGAAACAACATTCATGTGTGAATAT 
GCTGATGAGACAGCAACCATTGTAGAATTTCTGAACAGATGGATTACCTTTTGTCAAAGCATCATCTCAACACT 
ACTTGA 

10 

SEQ ID NO: 11 
DT-IL2L2 

ATGGGCGCCGACGACGTCGTCGACTCTTCTAAATCTTTTGTGATGGAAAACTTTTCTTCGTACCACGGGACTAAA 
CCTGGTTATGTAGATTCCATTCAAAAAGGTATACAAAAGCCAAAATCTGGTACACAAGGAAATTATGACGATGAT 

15 TGGAAAGGGTTTTATAGTACCGACAATAAATACGACGCTGCGGGATACTCTGTAGATAATGAAAACCCGCTCTCT 
GGAAAAGCTGGAGGCGTGGTCAAAGTGACGTATCCAGGACTGACGAAGGTTCTCGCACTAAAAGTGGATAATGCC 
GAAACTATTAAGAAAGAGTTAGGTTTAAGTCTCACTGAACCGTTGATGGAGCAAGTCGGAACGGAAGAGTTTATC 
AAAAGGTTCGGTGATGGTGCTTCGCGTGTAGTGCTCAGCCTTCCCTTCGCTGAGGGGAGTTCTAGCGTTGAATAT 
ATTAATAACTGGGAACAGGCGAAAGCGTTAAGCGTAGAACTTGAGATTAATTTTGAAACCCGTGGAAAACGTGGC 

20 CAAGATGCGATGTATGAGTATATGGCTCAAGCCTGTGCAGGAAATGGACCATTAGGATTATGGGCACAAGGTAGC 
TCATTGTCATGCATAAATCTTGATTGGGATGTCATAAGGGATAAAACTAAGACAAAGATAGAGTCTTTGAAAGAG 
CATGGCCCTATCAAAAATAAAATGAGCGAAAGTCCCAATAAAACAGTATCTGAGGAAAAAGCTAAACAATACCTA 
GAAGAATTTCATCAAACGGCATTAGAGCATCCTGAATTGTCAGAACTTAAAACCGTTACTGGGACCAATCCTGTA 
TTCGCTGGGGCTAACTATGCGGCGTGGGCAGTAAACGTTGCGCAAGTTATCGATAGCGAAACAGCTGATAATTTG 

25 GAAAAGACAACTGCTGCTCTTTCGATACTTCCTGGTATCGGTAGCGTAATGGGCATTGCAGACGGTGCCGTTCAC 
CACAATACAGAAGAGATAGTGGCACAATCAATAGCTTTATCGTCTTTAATGGTTGCTCAAGCTATTCCATTGGTA 
GGAGAGCTAGTTGATATTGGTTTCGCTGCATATAATTTTGTAGAGAGTATTATCAATTTATTTCAAGTAGTTCAT 
AATTCGTATAATCGTCCCGCGTATTCTCCCGGGCATAAAACGAGGCCTCATATGGCACCTACTTCAAGTTCTACA 
AAGAAAACACAGCTAGAACTGGAGCATTTACTGCTGGATTTACAGATGATTTTGAATGGAATTAATAATTACAAG 

30 AATCCCAAACTCACCAGGATGCTCACATTTAAGTTTTACATGCCCAAGAAGGCCACAGAACTGAAACATCTTCAG 
TGTCTAGAAGAAGAACTCAAACCTCTGGAGGAAGTGC TAAATTTAGCTCAAAGCAAAAACTTTC ACTTAAGACC C 
AGGGACTTAATCAGCAATATCAACGTAATAGTTCTGGAACTAAAGGGATCTGAAACAACATTCATGTGTGAATAT 
GCTGATGAGACAGCAACCATTGTAGAATTTCTGAACAGATGGATTACCTTTTGTCAAAGCATCATCTCAACACTG 
ACTTGA 

35 

SEQ ID NO: 12 
DT-IL2U2 

ATGGGCGCCGACGACGTCGTCGACTCTTCTAAATCTTTTGTGATGGAAAACTTTTCTTCGTACCACGGGACTAAA 
CCTGGTTATGTAGATTCCATTCAAAAAGGTATACAAAAGCCAAAATCTGGTACACAAGGAAATTATGACGATGAT 
40 TGGAAAGGGTTTTATAGTACCGACAATAAATACGACGCTGCGGGATACTCTGTAGATAATGAAAACCCGCTCTCT 
GGAAAAGCTGGAGGCGTGGTCAAAGTGACGTATCCAGGACTGACGAAGGTTCTCGCACTAAAAGTGGATAATGCC 
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GAAACTATTAAGAAAGAGTTAGGTTTAAGTCTCACTGAACCGTTGATGGAG 
AAAAGGTTCGGTGATGGTGCTTCGCGTGTAGTGCTCAGCCTTCCCTTCGCTGAGG 

ATTAATAACTGGGAACAGG CG AAAGCGTTAAGCGTAGAACTTGAG ATTAATTTTGAAAC C CG TGGAAAACGTGG C 
CAAGATGCGATGTATGAGTATATGGCTCAAGCCTGTGCAGGAAATGGAAGTGGAAGATCAGCAGGTAGCTC^TTG 
5 TCATGC^TAAATCTTGATTGGGATGTCATAAGGGATAAAACTAAGACAAAGATAGAGTCTTTGAAAGAGCATGGC 
CCTATCAAAAATAAAATGAGCGAAAGTCCCAATAAAACAGTATCTGAGGAAAAAGCTAAACAATACCTAGAAGAA 
TTTCATCAAACGGGATTAGAGCATCCTGAATTGTCAGAACTTAAAACCGTTACTGGGACCAATCCTGTATTCGCT 
GGGGCTAACTATGCGGCGTGGGCAGTAAACGTTGCGCAAGTTATCGATAGCGAAACAGCTGATAATTTGGAAAAG 
ACAACTGCTGCTCTTTCGATACTTCCTGGTATCGGTAGCGTAATGGGCATTGCAGACGGTGCCGTTCACCACAAT 

10 ACAGAAGAGATAGTGGCACAATCAATAGCTTTATCGTCTTTAATGGTTGCTCAAGCTATTCCATTGGTAGGAGAG 
CTAGTTGATATTGGTTTCGCTGCATATAATTTTGTAGAGAGTATTATCAATTTATTTCAAGTAGTTCATAATTCG 
TATAATCGTCCCGCGTATTCTCCCGGGCATAAAACGAGGCCTCATATGGCACCTACTTCAAGTTCTACAAAGAAA 
ACACAGCTACAACTGGAGCATTTACTGCTGGATTTACAGATGATTTTGAATGGAATTAATAATTACAAGAATCCC 
AAACTCACCAGGATGCTCACATTTAAGTTTTACATGCCCAAGAAGGCCACAGAACTGAAACATCTTCAGTGTCTA 

15 GAAGAAGAACTCAAACCTCTGGAGGAAGTGCTAAATTTAGCTCAAAGCAAAAACTTTCACTTAAGACCCAGGGAC 
TTAATCAGCAATATCAACGTAATAGTTCTGGAACTAAAGGGATCTGAAACAACATTCATGTGTGAATATGCTGAT 
GAGACAGCAACCATTGTAGAATTTCTGAACAGATGGATTACCTTTTGTCAAAGCATCATCTCAACACTGACTTGA 

SEQ ID NO: 13 
20 DT-IL2U3 

ATGGGCGCCGACGACGTCGTCGACTCTTCTAAATCTTTTGTGATGGAAAACTTTTCTTCGTACCACGGGACTAAA 
CCTGGTTATGTAGATTCCATTCAAAAAGGTATACAAAAGCCAAAATCTGGTACACAAGGAAATTATGACGATGAT 
TGGAAAGGGTTTTATAGTACCGACAATAAATACGACGCTGCGGGATACTCTGTAGATAATGAAAACCCGCTCTCT 
GGAAAAGCTGGAGGCGTGGTCAAAGTGACGTATCCAGGACTGACGAAGGTTCTCGCACTAAAAGTGGATAATGCC 

25 GAAACTATTAAGAAAGAGTTAGGTTTAAGTCTCACTGAACCGTTGATGGAGCAAGTCGGAACGGAAGAGTTTATC 
AAAAGGTTCGGTGATGGTGCTTCGCGTGTAGTGCTCAGCCTTCCCTTCGCTGAGGGGAGTTCTAGCGTTGAATAT 
ATTAATAACTGGGAACAGGCGAAAGCGTTAAGCGTAGAACTTGAGATTAATTTTGAAACCCGTGGAAAACGTGGC 
CAAGATGCGATGTATGAGTATATGGCTCAAGCCTGTGCAGGAAATGGAAGTGGAAAATCAGCAGGTAGCTCATTG 
TCATGCATAAATCTTGATTGGGATGTCATAAGGGATAAAACTAAGACAAAGATAGAGTCTTTGAAAGAGCATGGC 

3 0 C CTATC AAAAATAAAATG AGCG AAAGTC C CAATAAAAC AGTAT CTGAGG AAAAAGCTAAACAATAC CTAGAAGAA 
TTTCATCAAACGGCATTAGAGCATCCTGAATTGTCAGAACTTAAAACCGTTACTGGGACCAATCCTGTATTCGCT 
GGGGCTAACTATGCGGCGTGGGCAGTAAACGTTGCGCAAGTTATCGATAGCGAAACAGCTGATAATTTGGAAAAG 
ACAACTGCTGCTCTTTCGATACTTCCTGGTATCGGTAGCGTAATGGGCATTGCAGACGGTGCCGTTCACCACAAT 
ACAGAAGAG ATAGTGG C AC AATC AAT AGCTTT ATCGTCTTTAATGG TTG CT CAAG C T ATTC C ATTGGTAGGAGAG 

35 CTAGTTGATATTGGTTTCGCTGCATATAATTTTGTAGAGAGTATTATCAATTTATTTCAAGTAGTTCATAATTCG 
TATAATCGTCCCGCGTATTCTCCCGGGCATAAAACGAGGCCTCATATGGCACCTACTTCAAGTTCTACAAAGAAA 
ACACAGCTAC AACTGG AGCATT TACTG CTGGATTTACAG ATGAT TTTGAATGG AATTAATAATTACAAGAATC CC 
AAACTCACCAGGATGCTCACATTTAAGTTTTACATGCCCAAGAAGGCCACAGAACTGAAACATCTTCAGTGTCTA 
GAAGAAGAACTCAAACCTCTGGAGGAAGTGCTAAATTTAGCTCAAAGCAAAAACTTTCACTTAAGACCCAGGGAC 

40 TTAATCAGCAATATCAACGTAATAGTTCTGGAACTAAAGGGATCTGAAACAACATTCATGTGTGAATATGCTGAT 
GAGACAGCAACCATTGTAGAATTTCTGAACAGATGGATTACCTTTTGTCAAAGCATCATCTCAACA 
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SEQ ID NO: 14 

T7 promoter primer (5' primer for DT constructs) 
5 GTAATACGACTCACTATAGGGC 
SEQ ID NO: 15 

3' mutagenic primer for U2 constructs 
1 0 GATTTATGCATGACAATGAGCTACCTGCTGATCTTCCACTTCCATTTCCTGCACAGGCTTG 
SEQ ID NO: 16 

3' mutagenic primer for U3 constructs 
1 5 GATTTATGCATGACAATGAGCTACCTGCTGATTTTCCACTTCCATTTCCTGCACAGGCTTG 
SEQ ID NO: 17 

3' mutagenic primer for LI constructs 
20 GATTTATGCATGACAATGAGCTACCTTGACTCAACATTCCTAATGGTCCATTTCCTGCACAGGCTTG 
SEQ ID NO: 18 

3' mutagenic primer for L2 constructs 
25 GATTTATGCATGACAATGAGCTACCTTGTGCCCATAATCCTAATGGTCCATTTCCTGCACAGGCTTG 
SEQ ID NO: 19 

MMP substrate octapeptide for LI constructs 
30 GPLGMLSQ 

SEQ ID NO: 20 

MMP substrate octapeptide for L2 constructs 
35 GPLGLWAQ 

SEQ ID NO: 21 

uPA substrate hexapeptide for U2 constructs 
40 GSGRSA 

SEQ ID NO: 22 

uPA substrate hexapeptide for U3 constructs 
45 GSGKSA 
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